
 
 

     

 

 

   
 
 
 
 
 
 
 
 
 
 
 
 
             1 General information  
 
1.1 Provide the approval 

number of the ‘Netherlands 
Food and Consumer 
Product Safety Authority’. 
 
 

 

 

 
 1.2 Provide the name of the 

licenced establishment. 
Biomedical Primate Research Centre 

 
    1.3 Provide the title of the 

project. 
Evaluation of novel influenza vaccine candidates for immunogenicity 
and capacity to protect against influenza infection in macaques 
 
  

2 Categories 
 

2.1        Please tick each of the 
following boxes that 
applies to your project. 
 
 

 

 

 

 

 Basic research 
  Translational or applied research 
   Regulatory use or routine production 
  Research into environmental protection in the interest of human or 
animal 
  Research aimed at preserving the species subjected to procedures 
  Higher education or training 
  Forensic enquiries 
  Maintenance of colonies of genetically altered animals not used in 
other animal procedures 
 
 

3 General description of the project 
 

3.1 Background 
 Describe the project (motivation, background and context) with respect to the categories selected in 2.1.  
 
 
 Influenza epidemics are estimated to result in infection of 2,5-10% of the world population every year, 
causing 2-5 million cases of severe illness and 250.000-500.000 deaths (1). Vaccination is considered the 
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most effective measure against the influenza disease and, as such, it is recommended by the European 
Council (2) and implemented in all EU/European Economic Area member states. The main problems of the 
current influenza vaccines are; a) they are not very effective in the elderly, b) they only protect against 
highly homologous strains, while circulating influenza virus strains constantly evolve as a result of antigenic 
drift, c) they do not protect against new pandemic strains that emerge as a result of recombination between 
different viral strains found in animal reservoirs, d) they do not protect against highly pathogenic avian 
influenza virus (3-5). These problems are amplified by the cumbersome current production methods, which 
involves growing the virus on eggs to prepare inactivated- or live attenuated- influenza vaccines. The 6 
months required for vaccine manufacture means that the vaccines have to be based on predictions about 
which virus strains will circulate during the next influenza season. A mismatch between the vaccine and 
the actually circulating influenza strain(s) however, results in lower vaccine effectiveness as shown for the 
2014-15 influenza season with regard to the H3N2 strain (6). New vaccine strategies that can provide 
broader protection and cover a range of seasonal influenza strains as well as pandemic and avian influenza 
virus strains are urgently needed (7). These so called “universal” influenza vaccines are directed at either 
a) inducing broadly neutralizing antibodies by targeting the relatively conserved stem region of the 
haemagglutinin (HA) subunit, which is responsible for virus entry into the target cell, b) induction of 
antibodies to the neuraminidase (NA) surface glycoprotein (8), c) inducing protective T-cell responses that 
are usually directed against more conserved proteins of the virus and therefore provide broad recognition 
(9-12). Retrospective epidemiological studies as well as studies in experimentally infected volunteers 
indicate that in the absence of antibodies, cellular immune responses can have a protective effect (9, 13, 
14). Their role in cross-protection was demonstrated in a H1N1 infection study in non-human primates 
(NHP) (12). More recently the appreciation of the importance of non-neutralizing anti-influenza antibodies 
in conferring broad protection against variant strains, especially in the case of avian influenza viruses, has 
prompted research into their mechanism of action (via antibody dependent cellular cytotoxicity (ADCC), 
antibody dependent phagocytosis (ADP) (15) or complement activation (16-18) and vaccine strategies to 
induce these antibodies. New methods for faster vaccine production, the induction of T-cell responses and 
improvement of vaccine responses in the elderly have involved application of DNA, virus like particles 
(VLP), recombinant viral vectors and strategies to target vaccines to the appropriate antigen presenting 
cells (5, 19-23) and more recently the advent of mRNA-vaccines which facilitate fast responses as 
exemplified by COVID-19 vaccines from Pfizer and Moderna (24). Evaluation of the immunogenicity of 
these vaccines requires additional methods, besides the standard antibody ELISA, micro-neutralization and 
haemagglutination inhibition assays. Especially, proper assessment of adaptive cellular immune responses 
and function of the innate immune system in relation to non-neutralizing antibody effector function and 
induction of immune responses by these new vaccine modalities is needed (7).  
Despite progress in the development of universal influenza vaccines, only few universal influenza vaccine 
candidates have progressed to clinical trials (25-27). In order to improve progress in the field of (universal) 
influenza vaccines, the National Institute of Allergy and Infectious Diseases (NIAID) has prepared a 
strategic plan outlining areas in our knowledge about influenza infection and immunity that require further 
investigation (7). Animal  models have played an important role in preclinical evaluation of candidate 
influenza vaccines (28-30) and are still required during clinical development (7). While a number of species 
have been used, the most commonly used models to assess immunogenicity and efficacy against influenza 
virus infection are the mouse, ferret and NHP models. There are important differences between these 
species in immune function and susceptibility to influenza virus infection. Mice are not naturally susceptible 
to influenza and usually lethal infection models are used, that are based on extremely adapted human 
viruses. Ferrets are naturally susceptible to most human influenza viruses and recapitulate the natural 
course of infection. However, infection is often restricted to the upper airways and this model has the 
disadvantage that limited immunological tools are available, especially to study innate and cellular adaptive 
immune responses, which are especially important in the evaluation of “universal” vaccine strategies (31). 
NHP play an important role in influenza virus research and have been used to study pathogenesis as well 
as efficacy of preventive and therapeutic intervention strategies (32). Of the different animal models used 
in influenza virus research, NHP have a unique close homology to humans in most components of their 
immune system (33-35). For instance, similar T and B-cell subsets have been described in NHP (36). 
Moreover, the immunoglobulin gene germline repertoire is highly conserved between macaques and 
humans, which is important when induction of broadly neutralizing antibodies by new “universal” influenza 
vaccine strategies is studied (37, 38). In addition, structure and function of Fc receptors, which are 
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essential for the function of non-neutralizing antibodies, show many homologies between macaques and 
humans (39). Only very limited information is available on Fc receptors in ferrets and only reagents to 
detect the IgA receptor are available (31). Finally in NHP the innate immune system, including molecular 
pathways and antigen presenting cell subsets, are much more homologous to humans than what is seen 
in mice (34). NHP not only most closely reflect the human physiology, but also resemble humans in their 
clinical symptoms, limited pathology, pattern of viral replication, fever and cytokine and chemokine 
responses following influenza virus infection (40).  
In conclusion, the strong immunological and physiological resemblances to humans make NHP a unique 
model in pre-clinical safety, immunogenicity and efficacy evaluation, particularly in relation to the new 
influenza virus vaccine delivery platforms being developed and for the evaluation of the important broadly 
neutralizing antibody, non-neutralizing antibody and cellular broadly protective immune responses. 
Evaluation in NHP is essential before the new “universal” influenza candidates can be evaluated in humans. 
Moreover, although challenge studies have been performed in humans (41), these are limited to the milder 
influenza strains and hampered by pre-existing immunity caused by previous exposures to influenza virus 
(42) limiting the value of the vaccine efficacy data that can be obtained.  

Under project licence AVD 2016704 experiments were performed to refine the influenza virus 
infection model in macaques by evaluating aerosol delivery for infection with pandemic H1N1 (pH1N1) (43) 
influenza virus and highly pathogenic avian H5N1 influenza virus (doi.org/10.3390/v13020235). 
Experimental infection in NHP is typically performed by either intra-tracheal, or a combination of intra-
tracheal, intra-nasal and intra-ocular virus inoculation. However, influenza virus infection in humans is 
assumed to be mainly caused by exposure to aerosols or droplets that enter the airways either via 
respiration, inhalation or via contact with contaminated surfaces (42). Our studies showed that aerosol 
delivery resulted in infection of the upper as well as lower respiratory tract for both pH1N1 and H5N1 
influenza virus. However, infection with pH1N1 after aerosolized exposure resulted in lower levels of 
immune activation and inflammation than infection via combined intra-bronchial, intra-nasal and oral 
delivery. For H5N1 infection via aerosol exposure led to less severe disease than combined-route exposure. 
Hence, the route of exposure has clear consequence for disease pathogenesis. This allows for a fine tuning 
of the applied infection model in relation to the research question. When vaccine mediated protection 
against infection is studied then aerosol exposure would be the best option as it mimics best the situation 
in humans and allows adequate detection of reduction in virus replication. However, if protection against 
infection is difficult to achieve then the second objective should be protection against disease and in this 
case a combined-route exposure model should preferably be used. In conclusion aerosol delivery is now a 
well established infection model. However, it will still be needed to set up infection models for new influenza 
viruses that have not been used in NHP before.  

The current project licence AVD 2016704 runs until 31-05-2022. However, the institute has recently 
been granted a project in which a novel mucosal influenza vaccine strategy will be evaluated, consisting of 
a systemic immunization with DNA followed by an oropharyngeal spray immunization with an adenovirus 
expressing the vaccine antigens. The hypothesis is that with this method strong local immune responses 
will be induced in the lungs. This prime/boost strategy involves in total a 83 week study period, which falls 
beyond the end date of the current project licence. 

 
3.2 Purpose 
 3.2.1 Describe the project’s immediate and ultimate goals. Describe to which extent achieving the 
project’s immediate goal will contribute to achieving the ultimate goal. 
 
• If applicable, describe all subobjectives  
 The goal of this project is to evaluate novel influenza virus vaccine candidates for occurrence of adverse 
effects, immunogenicity and capacity to protect against influenza virus infection in macaques. Both the 
capacity of new vaccine candidates to elicit a broad immune response, that not only protects against a 
homologous virus that is similar to the vaccine but also against heterologous viruses, as well as the 
immunogenicity of new influenza vaccine delivery platforms will be evaluated under this project application. 
The ultimate goal is to develop an influenza vaccine that can induce an immune response that is sufficiently 
broad to provide protection against seasonal influenza virus variants over a 5 year period (to obviate the 
need to vaccinate every year), is effective in elderly and can provide a degree of heterogeneous protection 
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that would lead to reduced morbidity and mortality caused by pandemic as well as highly pathogenic avian 
influenza viruses.  
The main goal can be divided in 2 sub-goals: 
1. Vaccine evaluation. Immunogenicity and efficacy to protect against infection will be evaluated using an 
appropriate influenza virus challenge strain in relation to the type of vaccine being used.  
2. Set-up infection model for influenza viruses that have not yet been used in NHP at our institute and that 
are needed for vaccine evaluation. 
3.2.2 Provide a justification for the project’s feasibility.  
 At our institute we have been performing vaccine evaluation studies in NHP for over 20 years. Most vaccine 
candidates were directed against human immunodeficiency virus, hepatitis B virus, hepatitis C virus, and 
tuberculosis. Since 2012 we have been working on influenza virus infection in macaques and the evaluation 
of vaccines against influenza (43-48). We have the appropriate facilities and experience to work with 
pathogenic viruses, including influenza virus, at DM-3 and ML-3 biosafety conditions. In addition, we have 
the appropriate immunological assays for assessment of cellular, humoral and innate immune responses 
against influenza. Our long-standing experience with pathogenic viruses, including influenza, and with 
vaccine evaluation guarantees that the animal studies describe in this proposal will be adequately 
performed. 
 3.2.3 Are, for conducting this project, other laws and regulations applicable that may affect the welfare 
of the animals and/or the feasibility of the project? 
  No  

 Yes > Describe which laws and regulations apply en describe the effects on the welfare of  the animals 
and the feasibility of the project. 
      
 
3.3 Relevance  
 
3.3.1 What is the scientific and/or social relevance of the objectives described above? 

 Annual influenza virus epidemics cause considerable morbidity and mortality world-wide and especially 
affect more vulnerable groups like young children, the elderly and people with pulmonary diseases. In 
addition, there is the continuous threat of the emergence of new viral recombinants that can cause a 
pandemic. Previous pandemics, especially the 1918 pandemic, have caused millions of deaths. Finally, 
avian influenza viruses are widely spread and can occasionally infect humans. Mutations that lead to a 
strong increase in transmission have been described (49), indicating that also these viruses pose a 
continuous threat to the human population. Current influenza vaccine strategies and vaccine production 
methods are not adequate to deal with such emergencies. Even for protection against the current seasonal 
influenza viruses, annual vaccination of risk groups is necessary. Hence a vaccine that could offer protection 
against a broader range of viruses, including yet unknown recombinants and avian influenza would be of 
great benefit to the community. In addition, annual vaccination would no longer be necessary since a 
broadly protective vaccine would be effective over a period of at least five years against newly emerging 
variants. This has led the EU and the USA to invest in the development of so called “universal” influenza 
vaccines that would fulfil these criteria. Both the application of new delivery methods, for instance in the 
form of DNA, mRNA or viral vectors, as well as new vaccine modalities, such as mucosal delivery, require 
evaluation in appropriate animal models so that the level as well as the mechanism of protection can be 
adequately established, before these new vaccines can be tested in clinical studies. 
3.3.2 Who are the project’s stakeholders? Describe their specific interests.   
 The stakeholders for an influenza vaccine are the aforementioned target groups for whom protection from 
influenza infection and disease would increase their health and well-being. The vaccination of risk-groups 
and the resulting decrease in influenza burden would also be of great societal benefit. The animals involved 
in the experiments will not benefit and will experience moderate discomfort as a result of the experiments.  
 
3.4 Strategy 
 3.4.1 Provide an overview of the overall design of the project (strategy). If applicable, describe the 
different phases in the project, the coherence, the milestones, selection points and decision criteria.  
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In order to evaluate that; a new influenza virus vaccine candidate is immunogenic, has the capacity to 
protect against infection and that no adverse effects occur, a vaccine evaluation experiment will be 
performed according to well established procedures, as described in Appendix 1. Typically, one or a number 
of immunizations are given over a certain period of time. After immunization the induction of T-cell and 
antibody immune responses is measured. The strength of these responses as well their breadth, i.e. the 
capacity to recognize not only homologous viruses that are similar to the vaccine but also heterologous 
viruses, is determined. Subsequently, the capacity of the vaccine to protect against infection is tested by 
experimental infection of the animals with influenza virus. The choice of the virus strain  to be used for 
experimental infection will depend on the outcome of the evaluation of the immune responses and the 
stage of development of the vaccine. An entirely new vaccine concept may require that in first instance 
protection against infection by a homologous virus strain is tested. However, for most vaccine candidates 
protection against infection with a heterologous virus will be tested. Experimental infection will only be 
performed when the immunization has induced virus inhibiting antibody and cellular immune responses 
against the virus  used for experimental infection so that protection against infection is possible. Whether 
protection is actually achieved depends on local interaction between cells of the immune system and local 
anti-viral antibodies with the virus and virus infected cells in the respiratory tract. This cannot be 
adequately modelled in an in vitro system and requires experimental infection of an animal. Also mucosal 
delivery methods and combinations of systemic as well as mucosal delivery can only be evaluated in a 
complex multi-organ environment. Ideally, the vaccine should provide a robust level of protection and be 
able to reduce disease and virus multiplication in animals that receive a standard virus dose via aerosol 
delivery. If protection against infection is unlikely and protection against disease or early immune 
inflammation needs to be established then combined exposure to the upper respiratory tract and lungs 
needs to be applied. A virus dose must be chosen that is not unrealistically high (above 107 infectious 
particles), but high enough to lead to infection of all control animals.      
In case proper evaluation of the capacity of a vaccine to protect against infection requires that a virus has 
to be used that has not been tested before in macaques at our institute then this virus will first be tested 
in a small number of animals. This to determine if all animals become infected and what the amount of 
virus multiplication is (Appendix 2). Either aerosol, intra-bronchial, oral, intranasal and intraocular 
inoculation is used, matching the method that will be used for the vaccine evaluation (Appendix 1). 
  3.4.2 Provide a justification for the strategy described above. 
 Vaccine candidates that fulfil the criteria for evaluation in NHP may be directly tested in a vaccine evaluation 
study (Appendix 1), if the influenza virus that will be used for establishing capacity of the vaccine to protect 
against infection has already been used in NHP at our institute. If this is not the case, the virus has to be 
tested first in an influenza virus infection study (Appendix 2). Also when efficacy against low dose aerosol 
infection has to be tested, a preceding influenza virus infection study (Appendix 2) is necessary.  
Vaccine evaluation in macaques.  
For this type of experiment animals will be immunized either once or they will receive a number of 
immunizations over a certain period of time. During the study animals will be monitored for adverse effects 
of the vaccine, including monitoring of general behaviour and health. Blood and occasionally nasal washes 
and lung lavages will be taken to measure induction of systemic as well as local immune responses. When 
adequate immune responses are induced that indicate that protection against infection might be achieved, 
the efficacy against infection will be tested by experimental infection with influenza virus. A group of non-
vaccinated animals will be included as infection controls.  
Vaccines that will be tested in NHP have to be in the final stages of preclinical development and require 
this last validation step in order to assure that there are no adverse effects that were missed in the 
preliminary studies in other species and that they are effective in an animal species that has an immune 
system closely related to humans. Additional criteria for vaccine evaluation are: a) the vaccine strategy 
must be novel, for instance with regards to choice of antigen, formulation, route of application, that have 
not been tested before in similar NHP studies, b) demonstration that the vaccine or vaccine components 
are non-toxic, c) when specific host molecules are targeted then cross recognition of macaque homologues 
must have been demonstrated, d) the vaccine cannot be adequately tested in other than NHP animal 
models, for instance due to the mechanism of action or the type of immunological assessment needed, e) 
preferably immunogenicity of vaccine candidates should have been proven in other species, unless this is 
not possible because the specific vaccine modality used does not work in other species. 
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Influenza virus infection in macaques.  
In order to establish infectivity and pathogenicity of a new virus that has not been tested previously in NHP 
at our institute, a small number of animals will be infected and monitored for clinical symptoms, fever, 
body weight and changes in blood parameters. Development of lesions in the lungs will be monitored by 
(PET)-CT analysis. Nasal and tracheal swabs will be taken to determine if the animals have become infected 
and determine the magnitude of virus multiplication. Proper application in vaccine evaluation requires that 
in these infection studies > 80% of the animals become infected and that the amount of virus produced in 
the trachea over the infection period is clearly measurable and that the variation between the animals is 
sufficiently low to allow measurement of reduction in virus load in vaccinated animals with less than 10 
animals per group. In case these parameters are not achieved then the experiment will be repeated with 
a 10-100 times higher dose. In case any of the animals reaches the humane endpoint within the first four 
days after infection then a 10-100 times lower virus dose will be evaluated. The same criteria will be used 
to determine whether the aerosol infection model is sufficiently robust. 

 
 3.4.3 List the different types of animal procedures. Use a different appendix ‘description animal 
procedures’ for each type of animal procedure. 

 Serial number Type of animal procedure  
           1 Influenza vaccine evaluation in macaques 
           2 Establishment of a new influenza infection model in macaques 
           3       

 4       
  5                             

           6       
              7       
           8       

 9       
           10       
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